Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.044; wR factor = 0.114; data-to-parameter ratio = 23.4.
In the title compound, C 15 H 14 N 2 O 3 , the dihedral angle between the benzene rings is 66.56 (5) . In the crystal, N-HÁ Á ÁO, O-HÁ Á ÁO and C-HÁ Á ÁO interactions link the molecules into a three-dimensional network. Ainteraction, with a centroid-centroid distance of 3.628 (6) Å , helps to establish the packing.
Related literature
For the properties of hydrazone derivatives, see: Lever (1972) ; Pelizzi & Pelizzi (1980) . For related structures, see: Shan et al. (2003) ; Fun et al. (1996); Ferguson et al. (2005) . H atoms treated by a mixture of independent and constrained refinement Á max = 0.37 e Å À3 Á min = À0.20 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2009); cell refinement: SAINT (Bruker, 2009); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009). The chemical properties of hydrazone derivatives have been intensively investigated in several research fields mainly due to their facile synthesis, tuneable electronic and steric properties, and good chelating ability (Pelizzi & Pelizzi, 1980) . Some derivatives of the title compound, (I), were used for the determination of glucose (Lever, 1972) . These compounds crystallize in the E conformation (Shan et al., 2003; Fun et al., 1996) and isomeric compounds have also been prepared (Ferguson et al., 2005) .
Experimental
All parameters in (I), are within normal ranges. The dihedral angle between C1-C6 and C9 C14 benzene ring is 66.56 (5)°. In the crystal structure, the molecules are interconnected by N1-H1N1···O2 i , O1-H1O1···O2 ii and C13-H13A···O1 iii hydrogen bonds. A π-π interaction with centroid-centroid distance of 3.628 (6) Å also occurs (Cg1 = C9-C14, -x, -y, -z).
A solution of 2-methoxybenzaldehyde (136 mg, 1 mmol) in methanol (10 ml) was added dropwise to a methanolic solution (10 ml) of 4-hydroxybenzhydrazide (152 mg, 1 mmol) and the mixture was refluxed for 2 h. The resulting solution was condensed on a steam bath to 5 ml and cooled to room temperature. Yellow plates were separated out, washed with cooled methanol and dried in air.
Refinement
N and O bound H atoms were located in a difference Fourier map and freely refined. The remaining H atoms were positioned geometrically and refined using a riding model with C-H = 0.95-0.98 Å and U iso (H) = 1.2U eq (C) or 1.5U eq (C) for methyl H atoms. A rotating group model was applied to the methyl group. The molecular structure, showing 50% probability displacement ellipsoids. Hydrogen atoms are shown as spheres of arbitrary radius.
Computing details

Figure 2
The crystal packing of (I). Dashed lines indicate hydrogen bonds. H atoms not involved in the hydrogen bond interactions have been omitted for clarity. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (14) 
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